It is now well appreciated that individual animals behave differently from one another and that individual differences in behaviors -personality differences -are maintained through time and across situations. Quantitative genetics has emerged as a conceptual basis for understanding the key ingredients of personality: (co)variation and plasticity. However, the results from quantitative genetic analyses are often divorced from underlying molecular or other proximate mechanisms. This disconnect has the potential to impede an integrated understanding of behavior and is a disconnect present throughout evolutionary ecology. Here we discuss some of the main conceptual connections between personality and quantitative genetics, the relationship of both with genomic tools, and areas that require integration. With its consideration of both trait variation and plasticity, the study of animal personality offers new opportunities to incorporate molecular mechanisms into both the trait partitioning and reaction norm frameworks provided by quantitative genetics.
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Introduction
A thriving area of research in the study of animal behavior involves understanding consistent individual differences ('animal personality'). There is growing appreciation that individual animals within natural populations behave differently from one another, and that they retain these behavioral differences through time and across situations. Consistent individual differences in behavior are interesting to animal behaviorists for at least three reasons. First, we want to know why individuals are different from one another; in other words, why is there variation? Second, we want to understand why behavioral traits are correlated in particular configurations (i.e. as components of behavioral syndromes). Why, for example, are boldness and aggressiveness correlated in some populations but not others? Third, we want to know why individuals have a behavioral type that they maintain over time -what limits behavioral plasticity? The key features of personality -among individual (co)variation and within individual consistency -are what distinguishes the study of personality from simply the study of behavior.
Interest regarding animal personalities increasingly integrates research across levels of analysis and combines different methodological approaches. In particular there is growing interest in evolutionary processes that can generate consistent individual differences and widespread appreciation that understanding the proximate mechanisms underlying personality can shed light on its causation and evolution.
Quantitative genetics provides a framework for understanding personality
Quantitative genetics provides a strong conceptual basis for considering the key ingredients of personality: (co)-variation and plasticity [1] . In particular, quantitative genetics provides a statistical framework for partitioning trait variation, covariation within and among individuals, and can estimate population and individual level behavioral plasticity [1] . For example, mixed effects statistical models can estimate reaction norms -phenotypic plasticity -using the phenotypic equation [2] :
( 1) where y ij is the behavioral response of individual j at instance i [3 ] . The different parts of the equation correspond to population level average behavioral responses (b 0 , assuming centering of predictor variables), the individual's deviation from this average (ind 0j , i.e. personality variation), and residual variation for that individual at that particular instance (e 0ij ). Plasticity enters via x ij , which is the environment experienced by that individual at that instance. If the population as a whole shows behavioral plasticity, this can be estimated (b 1 ) and individual level plasticity can also be estimated (ind 1j ). Individual average behavior as it differs from the 
